
Human KCND2 cDNA Clone
Catalog Number: MBS1277698

Synonyms KIAA1044, KV4.2, RK5
Accession
Number BC110449

cDNA Size 1893 bp

Definition Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 2, mRNA (cDNA

clone MGC:119702 IMAGE:40012007),complete cds.

GeneID 3751

recombination
site

attL1, attL2

Vector pENTR223.1（spectinomycin）

Sequence ATGGCGGCGGGGGTGGCAGCGTGGCTGCCTTTTGCAAGGGCAGCGGCTATCGGGTGGA
TGCCTGTGGCCTCGGGGCCTATGCCGGCTCCCCCGAGGCAGGAGAGGAAAAGGACCCA
AGATGCTCTCATTGTGCTGAATGTGAGTGGCACCCGCTTCCAGACGTGGCAGGACACCC
TGGAACGTTACCCAGACACTCTACTGGGCAGTTCTGAGAGGGACTTTTTCTACCACCCA
GAAACTCAGCAGTATTTCTTTGACCGTGACCCAGACATCTTCCGCCACATCCTGAATTTC
TACCGCACTGGGAAGCTCCACTATCCTCGCCACGAGTGCATCTCTGCTTACGATGAAGA
ACTGGCCTTCTTTGGCCTCATCCCGGAAATCATCGGCGACTGCTGTTATGAGGAGTACAA
GGATCGCAGGCGAGAGAACGCCGAGCGCCTGCAGGACGACGCGGATACCGACACCGCT
GGGGAGAGCGCCTTGCCCACCATGACTGCAAGGCAGAGGGTCTGGAGGGCCTTCGAGA
ACCCCCACACCAGCACGATGGCCCTGGTGTTCTACTATGTCACGGGGTTTTTCATTGCCG
TCTCTGTCATCGCGAATGTGGTGGAAACAGTGCCGTGCGGATCAAGCCCAGGTCACATT
AAAGAACTGCCCTGTGGAGAGCGGTATGCTGTGGCCTTCTTCTGCTTGGACACGGCCTG
CGTCATGATCTTCACAGTTGAGTATTTGCTTCGCCTGGCTGCAGCGCCTAGTCGTTACCG
TTTTGTGCGTAGTGTCATGAGTATCATCGACGTGGTGGCCATCCTGCCTTATTACATTGGG
CTGGTGATGACAGACAATGAGGACGTCAGCGGAGCCTTTGTCACACTCCGAGTCTTCCG
GGTCTTCAGGATCTTTAAGTTTTCCCGCCACTCTCAAGGCCTGCGCATCCTGGGGTACAC
ACTGAAGAGTTGTGCCTCAGAATTGGGCTTCTTGCTTTTCTCGCTCACCATGGCTATCAT
CATCTTCGCTACAGTTATGTTCTACGCAGAGAAGGGGTCTTCGGCTAGCAAGTTCACCA
GCATCCCTGCAGCCTTCTGGTATACCATCGTCACCATGACAACACTAGGGTATGGTGACA
TGGTGCCAAAAACCATAGCAGGGAAGATTTTTGGTTCTATCTGTTCGCTGAGTGGGGTC
TTGGTCATTGCTCTACCTGTTCCGGTGATTGTATCCAACTTCAGTCGCATCTACCACCAG
AATCAACGAGCAGACAAACGAAGGGCACAAAAGAAAGCTAGACTGGCCAGGATCCGG
GCAGCCAAAAGCGGAAGCGCAAATGCTTACATGCAGAGCAAACGGAATGGTTTACTCA
GTAATCAGCTGCAGTCCTCAGAGGATGAGCAGGCTTTTGTTAGCAAATCCGGCTCCAGC
TTTGAAACCCAGCACCACCACCTGCTTCACTGCCTGGAAAAAACCACGAATCACGAGT
TTGTGGACGAACAAGTCTTTGAAGAAAGCTGCATGGAAGTTGCAACTGTTAATCGTCCT
TCAAGTCACAGTCCTTCACTGTCTTCACAACAAGGAGTCACCAGCACCTGCTGTTCACG
ACGACACAAAAAAACTTTTCGCATCCCAAATGCCAATGTATCAGGAAGCCATCAAGGTA
GTATACAAGAACTCAGCACGATTCAGATCAGATGTGTGGAGAGAACACCTCTGTCTAAC



AGCCGATCCAGTTTAAATGCCAAAATGGAAGAGTGTGTTAAACTAAACTGTGAACAACC
TTATGTGACTACAGCAATAATAAGCATCCCAACACCTCCAGTAACCACACCAGAAGGAG
ACGATAGGCCAGAATCCCCTGAGTACTCAGGAGGAAATATTGTCAGAGTTTCTGCTTTGT
AA

Map


